
173 3852014 10

MIC 2-APB
IC50 50 M 10 M NS8593

50%
Mg2+

TRPM7/MIC 

P2-26.
Streptococcus dysgalactiae subsp. 

equisimilis SDSE

4

Streptococcus dysgalactiae subsp. equisimilis
SDSE A

SDSE
SDSE

2002 2012 11
SDSE

22

10
DNA

SDSE 957

76 2002 7
2012 12 61 23.1

22 5
11

10 emm
stG679.2 5 stG6.1 2 stG480.0

stG10.0  stC36.0 1 MLST ST17
6 ST15 2 ST25 ST8 1

10 scpA ska
sagA slo 3 speG

SDSE

50
SDSE 50%

ST17 stG679.2
26%

P2-27.

2

2010
7.6%

2008 4 2013 3
2

415 2 338
81.4% 28 6.7%

6 1.4%
13 46.4% 9 32.1%

1 3.6%

9 32.1% Streptococcus spp. 5 17.9% S. 
aureus 3 10.7% Salmonella paratyphi 3 10.7%

7 25%
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72 4386

5 17.9% 3 10.7%
3 10.7%

JANIS

P2-28.

DNA

LVFX

LVFX
LVFX

LVFX
AK

LVFX

DNA Real-time PCR

LVFX

LVFX AK
AK

DNA DNA

P2-29.
Bacillus cereus ICT

:

3

2013 8 24 9 8
B. cereus 3 2

1
3 ICT

2

3 1

9 29 1

ICT

PPE

B. cereus
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